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GB2064 was safe and well tolerated in this study. When dosed orally GB2064 binds circulating LOXL2 thereby preventing its capture by
inhibitor-coupled beads. Doses of >750mg achieved maximal and near complete TE at 2 hours post dosing. TE decreases with decreasing

plasma concentrations of GB2064, with excellent correlation in ICs, values determined by in vivo and in vitro assays (905nM and 715nM, 4 Rowbottom, M. et al. J Med Chem
respectively). TE was nearly identical on Day 1 in each treatment cohort to that of Day 7 of the MAD study and observed levels of TE in the 60, 4403-4423 (2017).

SAD study were near identical to the same doses in the MAD study showing remarkable consistency in the data. In addition, further assay 2. clinicalTrials Identifier: NCT04679870
refinement has been completed using the Protein Simple Jess system to improve sensitivity and throughput, whilst reducing sample 3. ClinicalTrials Identifier: NCT02852551
requirement, time and resource.
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